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Supplemental Table 1 
Synthetic DNA Sequences for Standard Constructs and Internal Amplification Controls 

ID Sequence
Standard 
Construct 1 

ATCGGGGGTTCTGAGAGGAAGGTCCCCCACATTGGAACTGAGACACGGTCCTCGAGCCTACG
GGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAA
GGATGACTGATCGGATCGACAGCCCGCGATTGATACTGGTAACCTTGAGTGCAGATGAAGTG
GATGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGATCGCGT
CAGGTTTGTTTCGGTATTGAGTATCGAAAATCTCACGGATTAACTCTTGTGTACGCTCTCGAGG
ACCAGCTAATGCATATAAATAAGTTACGTGATGAGACCGGCGCACGGGTGAGTAACACGTAT
CCAACCTGCCGTCTACTCTTGGCCAGCCTTCTGAAAGGAAGATTAATCCAGGATGGGATCATG
AGTTCACATGTCCGCATGATTAAAGGTATTTTCCGGTAGACGATGGGGATGCGTTCCATTAGC
TCGAGATAGTAGGCGGGGTAACGGCCCACCTAGTCAACGATGGATAGGGGTTCTGAGAGGAA
GGATCGCGGCCAAATACTCCTGATCGTACTCGAGATAGGCACCTATGTCCTTTACCTCATCAA
CTACAGACAAAATTATCTCAAGGAACGCAACAAGC  

Standard 
Construct 2 



ATGCATGGGATGTACAAAGAGACGCGCAGCGAACTCGCGAGGGCATCGACCGGATACGACCA
TCTGCCGCATGGCGGGTGGTGGAAAGTTTTTCGATTGGGGATGGGCTCGCGGCCTATCAGTTT
GTTGGTGGGGTAATGGCCTACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGACCGGCC
ACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACAA
TGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGGGATGACGGCCTTCGGGTTGTAAACCGC
TTTCAGCAGGGAAGAAGCCTTCGGGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTACGT
GCCAGCAGCCGCGGTAATACGTAGGGTACGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGC
TCGTAGGTGGTTGGTCACGTCTGCTGTGGAAACGCAACGCTTAACGTTGCGCGGGCAGTGGGT
ACGGGCTGACTAGAGTGCAGTAGGGGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAG
ATATCAGGAGGAACACCGGTGGCG AAGGCGGGACTCTGGGCTGTGACTGACACTGGGGA 


